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Aim We haveanalvzedif,in genotype 1 HCVinfected patientz, antiviraltreatment with pegylated interferon plusribasitin haz the same eficacyin term of zustained virologi cal response
[=WRin subtvpeslarespedto 1hand ifthesetwo populations of patierts hawve different clinical charactergics.
Methods and Patients: Thittyhundred and one naive patiertz (n=301] with genotype 1 chronic active hepatitiz C received pegirterferon alfa 2a or alfa 2b plus ribavirin (1 5m g kgiday)
for 43 weekz The primary end point wasz SWE by intentionto trest analysiz.
Results &l the demographicand clinical charactenstics are repotedin the Table, SWE waz achieved in 56% (71 ptz) of patientz with zubtype 1aand in 33% (66 piz) ofpatientz with
subtvpe 1hi(p=0.003). The percertage of patients who first achieved undetedable HCWREMN A8t weekz 4 and 12 wererespectively 49% and 8% in subbvwpelaand 35% and 41%
in zubtvpe 1h(Figure1). Eatez of SVE were examined in relationto score fibrozsiz FO-F3 and F4-F 6. Bespedive rates o f SWRE for genotyvpe 1aand Thwith F4-FElzhak fibroziz score were
46% and 22% (p=0.01) (Figure 2.
Multivariate regression analysizidentified a HCVREMN 2=400000 1L ml (OR 3.595% C1 1 .5-¥ 3p=0.00011and Fibrozizscore =2 (OR 4 2,95% Cl 3.3-7 S p=0.001)
azindependert parameters for =WE in subtyvpe TaHCYinfected patient=.
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